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sharing (i.e. structure of the host-parasite network) may impact transmission patterns.

(A) An example for a multihost network. (B) Density plot depicting the distribution of time to
global infection (TGI) for transmission‐potential networks (TPNs). TPNs were of equal size and
connectance under three conditions: single‐species (red), multi‐species with infection probability
(θm) varying among species (yellow) and multi‐species with fixed θm (blue), as a control to
eliminate effect of multiple species. The panel describes a comparison of a single‐species
network to a multi‐species network. Skewness to the left indicates a faster infection and curve
height is indicative of the probability that global infection occurs at a certain pace. Insets shows
the similarity (overlap) between two curves (depicted by the colored circle above the bar)
calculated as the integral of the area common to both curves.
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